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Expression Profiling of Microdissected Tumors 
Using Genentech Microarrays 



Probe generated from -1-5 ng of total RNA (-10 - 50 pg 
mRNA/ polyA+RNA) from a microdissected colon tumor, 
raw data, using amplification and probe labelling protocol. 
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FIG..2C 
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FIG..4A 



FIG..4B 
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